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) & KR STR markers®
rr% & ] B 13 5 4';' Xz %ib DIMit446° D8Mit309 DI1Mit5 DI2Mitl136 DI13Mit78 DI14Mitl4 D15Mit226 D18Mit184 DI18Mit64 DI19Mitl9 DXMit210

C.B17/Icr- Prkdc?/CriNarl % 303K %5 A401 F N/A® 0/8 0/8 N/A 0/8 0/8 0/8 N/A 08 0/8 0/8
NOD.CB17-Prkdcs®9/JNarl 2 ¥R %5 A402 F N/A 0/10 0/10 N/A 0/10 0/10 0/10 N/A 0/10 0/10 0/10
NOD.Cg-Prkdcsei® [12rg™Wil Y ckNarl % $83% % A408 F N/A 0/12 0/12  N/A 0/12 0/12 0/12  N/A 0/12 012 0/12
BALB/cAnN.Cg-Foxn1™/CriNarl 4 W% % A401 F N/A 0/4 0/4 N/A 0/4 0/4 0/4 N/A 0/4 0/4 0/4
BALB/cByJNarl 2 ¥R %5 A403 F 0/6¢ 0/6 0/6 0/6 0/6 0/6 0/6 0/6 0/6 0/6 0/6
C3H/HeNCrNarl 2 $R3% %5 A403 F N/A 0/6 0/6 N/A 0/6 0/6 0/6 N/A 0/6 0/6 0/6
FVB/NJNarl 3 02k %5 A403 F N/A 0/6 0/6 N/A 0/6 0/6 0/6 N/A 0/6 0/6 0/6
C57BL/6JNarl A 383K 2% GO1S F N/A 0/12 0/12 N/A 0/12 0/12 0/12 N/A 0/12 0/12 0/12
CBA/CalNarl % 203K % A404 F N/A 0/4 0/4 N/A 0/4 0/4 0/4 N/A 0/4 0/4 0/4
BKS.Cg-Dock7™ +/+ Lepr®/JNarl 2 $83K %6 A404 F N/A 0/10 0/10 N/A 0/10 0/10 0/10 N/A 0/10 0/10 0/10

*STR : Short Tandem Repeat
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o o KR STR markers®

s Fie g B e EH b D3R44¢ D4R82 D8R87 DI3R101 DI8RI115
F344/NNarl s e G623 F 0/8¢ 0/8 0/8 0/8 0/8
BN/SsNNarl oAt ? e G623 F 0/6 0/6 0/6 0/6 0/6

*STR : Short Tandem Repeat
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’ STR markers (bps)
e
DIMit446 D8Mit309 DIIMit5 DI12Mit136 D13Mit78 DI14Mitl4 D15Mit226 D18Mit184 D18Mit64 DI19Mitl9 DXMit210
BALB/cByJNarl 159 94 186 229 210 248 186 140 172 116 124
BALB/cJNarl 167 94 186 220 210 248 186 149 172 116 124
C3H/HeNCrNarl N/A 120 186 N/A 226 248 186 N/A 172 116 124
C57BL/6JNarl N/A 120 219 N/A 226 270 122 N/A 152 142 114
CBA/CaJNarl N/A 120 219 N/A 226 270 186 N/A 172 116 124
DBA/2JNarl N/A 94 186 N/A 226 270 186 N/A 152 116 114
FVB/NJNarl N/A 94 186 N/A 210 248 186 N/A 152 116 124
NOD/ShiLtJNarl N/A 94 186 N/A 210 248 122 N/A 152 116 124
B6.V-Lep®/JNarl N/A 120 219 N/A 226 270 122 N/A 152 142 114
B6.BKS(D)-Lepr®/JNarl N/A 120 219 N/A 226 270 122 N/A 152 142 114
BKS.Cg-Dock7™ +/+ Lepr®/JNarl N/A 120 186 N/A 226 270 122 N/A 152 142 114
CAnN.Cg-Foxn1"/CrINarl N/A 94 186 N/A 210 248 186 N/A 172 116 124
C.B17/Icr- Prkdc/CrINarl N/A 94 186 N/A 210 248 186 N/A 172 116 124
NOD.CB17-Prkdc*%/JNarl N/A 94 186 N/A 210 248 122 N/A 152 116 124
NOD.Cg-Prkdcsd 112rg™Wil/y ckNarl (ASID) N/A 94 186 N/A 210 248 122 N/A 152 116 124

Mouse Genome Informatics (http://www.informatics.jax.org/)
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- .\ STR markers (bps)

s D3R44 D4R82 D8R&7 D13R101  DI18RI115
BN/SsNNarl 132 143 152 183 156
F344/NNarl 132 135 152 183 203
LEW/SsNNarl 132 135 156 183 156
SHR/NCrINarl 142 135 152 183 156
WKY/NCrlNarl 132 135 152 163 156

Rat Genome Database (http://rgd.mcw.edu/)



